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Cluster: 0120 dvu; resid: 0.49; r/c: 15/364

x.range

upstream meme PSSM #1; e=2.9e+03

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.6e+04

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13
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DVU1213
fsxA

DVU0664

cysE

clpX

ftsH

DVU0526

DVU3346

DVU3345

DVU0370

DVU0758

DVU0298

DVU0421

DVU0590

DVU2555 string
operons −200 −100 −1

hypothetical protein: DVU3346−0.15

hypothetical protein: DVU3345−0.15

hypothetical protein: DVU0590−1.01

fxsA protein: DVU1212−1.39

rhomboid family protein: DVU1213−1.39

hypothetical protein: DVU0298−1.59

MATE efflux family protein: DVU2555−1.88

cell division protein FtsH: DVU1278−2.44

serine O−acetyltransferase: DVU0662−2.52

cysteine desulfurase: DVU0664−2.52

hypothetical protein: DVU0370−2.67

agmatinase, putative: DVU0421−3.97

hypothetical protein: DVU0758−4.11

ATP−dependent protease ATP−binding subunit: DVU1336−5.45

drug resistance transporter, putative: DVU0526−6.80

log10(P) upstream meme1 2 log10(P.clust)=−2.53; 15 seqs; 12 uniq
c(0.5, 2.5)
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