Cluster: 0120 dvu; resid: 0.49; r/c: 15/364
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. log10(P) upstream meme log10(P.clust)=—2.53; 15 seqs; 12 uniq

-6.80 drug resistance t'Bisporter, putative: DVU0526

-5.45 ATP-dependent protease ATP-binding subunit: DVU1336
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