Cluster: 0257 dvu; resid: 0.32; r/c: 13/366
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l0g10(P) upstream mame log10(P.clust)=-6.80; 13 segs; 8 uniq
-12.13 ~ ISDwvu4, transposase: DVU0474
-10.24~————Orn/DAP/ATg family decarboxylase: DVUA0063
-10.24 - " hypothetical protein: DVUA0062
-10.24 ———"hypothetical protein: DVUA0056

-8.23 hypothetigaigprotein: DVUAQO90

-5.15 hypothetical protein: DVUA0041
-5.15 chain lgngth determinant family protein: DVUAQ0039
-5.15 sugar transferase domain protein: DVUA0037
-3.25 - sensor histidine kinase: DVUA0065
-3.09 transcriptional regulator, putative: DVU2097
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