Cluster: 0295 dvu; resid: 0.40; r/c: 15/367
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Ipstream meme PSSM #1; e=1.6e+03upstream meme PSSM #2; e=6.8e+03

l log10(P) upstream meme log10(P.clust)=—3.38; 15 seqs; 14 uniq

-6.41 Fliboprotein; putative: DVU3249

-6.41 AcrB/AcBTACrF family protein: DVU3248

-4.68 = hypothetical protein: DVU1761

C ~4.27 ——— guinone oxidoreductase: DVU2754

c -4.17 ——protein—P—H-wiigylyltransfer 88 -putative: DVU1233

AA X AT -3.88 - ™ sensory box/GGDEF domain/EAL domain protein: DVU2432

AL AL IR P P 4\03 TIVIIAVICY -3.86 - hypotf&ical protein: DVU2167

-3.30 — ~———hypothetical protein: DVU2777

pueie? m\ -2.92 ~ hypothetical protein: DVU2663

bvys248 NoE -2.84 shikimate-5-dehydregenase: ' DVU0115

DVUS249  pyuess? -2.11 AP-endonuclease, family 2:/DVU0538

wudsas bVUeT?  _2 06 "Fhypothetical protein: DVU0083

DVUL761 . )

DVUR631 -1.99 ————————hypothetical-protein:(DVU2631

DVUL265 DHUGES ] 66 e LAdP-demein-protein: IDVII2BST

-0.09 hypothetical-protein:[DVU1265
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