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Cluster: 0015 mmp; resid: 0.36; r/c: 27/40

x.range

upstream meme PSSM #1; e=14

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16

x.range

y.
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e

upstream meme PSSM #2; e=29

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8
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MMP1169

MMP1168

MMP1167
MMP1166

MMP0363MMP0362

dnaB

nrdD

MMP0378

MMP0402

metE

MMP0376

Component A

MMP0374

MMP1204

MMP0328

MMP1070

hemDMMP0390

MMP0218
MMP1554

MMP0409

MMP0367
MMP0366

MMP0395

MMP0252

comD

string
operons −200 −100 −1

hypothetical protein: MMP1554−0.10
Uroporphyrinogen III synthase: MMP0394−0.24

hypothetical protein: MMP0395−0.24
methionine synthase: MMP0401−0.34
hypothetical protein: MMP0402−0.34
hypothetical protein: MMP1070−0.68
hypothetical protein: MMP0409−0.76
hypothetical protein: MMP0390−0.85
hypothetical protein: MMP0376−1.06

Atrazine chlorohydrolase related protein: MMP0378−1.06
amily M24:Xaa−Pro dipeptidase/Xaa−Pro aminopeptidase: MMP1204−1.11

utaryl−CoA dehydratase (Component A) related protein: MMP0349−1.16
Anaerobic Ribonucleoside−triphosphate reductase: MMP0227−1.59

hypothetical protein: MMP0374−2.36
DNA polymerase family B: MMP0380−2.47

hypothetical protein: MMP0328−2.56
on−sulfur flavoprotein of Methanosarcina thermophila: MMP1166−5.58

flavoprotein related protein: MMP1167−5.58
ABC transporter ATP−binding protein: MMP1168−5.58

hypothetical protein: MMP1169−5.58
hypothetical protein: MMP0218−5.62

Sulfopyruvate decarboxylase subunit alpha: MMP0411−5.73
hypothetical protein: MMP0252−6.21
hypothetical protein: MMP0366−7.32
hypothetical protein: MMP0367−7.32
hypothetical protein: MMP0362−7.36

nol dehydrogenase regulatory protein related protein: MMP0363−7.36
log10(P) upstream meme1 2 log10(P.clust)=−3.19; 27 seqs; 19 uniq

c(0.5, 2.5)
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