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Cluster: 0037 mmp; resid: 0.21; r/c: 18/41

x.range

upstream meme PSSM #1; e=0.071

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=730

1 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 9
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Antisense_11

Antisense_14

Antisense_15

Antisense_17

Antisense_19

Antisense_20

Antisense_21

Antisense_25

Antisense_26

Antisense_1

MMP0129

MMP0672

vhcD
cbiA

pheA

Unanno_30

Unanno_46

Antisense_28

−200 −100 −1
Antisense_11−0.10

Antisense_19−0.20

coenzyme F420−non−reducing hydrogenase subunit delta: MMP0821−0.28

Unanno_30−0.60

Antisense_21−0.66

Antisense_14−0.84

Antisense_25−1.11

Unanno_46−1.15

Antisense_7−1.78

Antisense_20−3.17

 membrane component:Ketopantoate reductase ApbA/PanE: MMP0672−3.26

Antisense_28−4.72

de synthase:Cobyrinic acid a,c−diamide synthase CbiA: MMP1478−5.02

Antisense_17−5.20

Antisense_26−6.33

hypothetical protein: MMP0129−7.01

Antisense_15−7.72

prephenate dehydratase: MMP1528−8.10

log10(P) upstream meme1 2 log10(P.clust)=−3.18; 18 seqs; 18 uniq
c(0.5, 2.5)
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