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Cluster: 0153 mmp; resid: 0.21; r/c: 20/41

x.range

upstream meme PSSM #1; e=0.48

1 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 111 3 5 7 9 11 131 3 5 7 9 11

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=190

1 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 91 3 5 7 9
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MMP0871
MMP0523

MMP0522

MMP0524

MMP0499

MMP0527

MMP1578
MMP0128

bioB

modC

cbiD

MMP1202

MMP0994

Antisense_1

MMP0193

MMP0307

MMP0775

MMP1494
MMP1636

MMP0426 string
operons −200 −100 −1

hypothetical protein: MMP0128−0.13
hypothetical protein: MMP0522−0.14

ABC transporter ATP−binding protein: MMP0523−0.14
Molybdenum transport ATP−binding protein modC: MMP0207−0.15

hypothetical protein: MMP0524−0.38
hypothetical protein: MMP0775−0.47

Antisense_8−0.69
TonB−dependent receptor protein:Biotin synthase: MMP1238−0.79

hypothetical protein: MMP0994−1.27
hypothetical protein: MMP1202−1.52

cobalt−precorrin−6A synthase: MMP1203−1.52
General substrate transporter: MMP1636−2.24

hypothetical protein: MMP0527−2.85
hypothetical protein: MMP0193−3.29
hypothetical protein: MMP0871−3.61

Nitroreductase family: MMP0426−3.80
tidylyltransferase:Cytidyltransferase−related domain: MMP1578−4.67

hypothetical protein: MMP0499−4.81
hypothetical protein: MMP1494−6.22
hypothetical protein: MMP0307−8.73

log10(P) upstream meme1 2 log10(P.clust)=−2.37; 20 seqs; 18 uniq
c(0.5, 2.5)
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