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Cluster: 0153 mmp; resid: 0.21; r/c: 20/41
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-8.73 —— hypothetical protein: MMP0307
-6.22 - hypothetical-protein: MMP1494

-4.81 —————————g—mm—hypothetical-protein: MNMP0499
-4.67 —tidylyltransferase:Cytidififtansferase—retatec-domain: VMINPISTS

-3.80 Mitroreduetasesfamity: NINIEOARE
-3.61 = - hypothetical protein- VIMIPOSZD
TTC A -3.29 — hypotheticakgrotein: MMP0193
oo_l_c A T -2.85 hygethetical-protein: MMP0527
AVGOXA! —_ QA -2.24 — Senerat-substrate-transporier- NINIBIGEE
5 7 9 11 13 1 3 5 7 9

MMR0994 .
a1 -1.27 ——————————— — — mm—hypothetical-protein- VINIP0994
MMP 3 Soi -0.79 —FonB—dependentrecepter-proteim-Biotin-synthase NINIEI288
/ © -0.69 Antisense_8
IMRO775 524 -0.47 hypothetical protein: MMP0775
MMRoage MMPOLE _0 33 ———————hypothetical-protein: MMP0524
‘tisenSeKAle‘m -0.15 Molybdenum-transport- ATP—binding protein-modC: MMP0207
MMRL636 ?‘D -0.14 ABC-transporter-ATP-binding-protein: MMP0523
MMR0307 V 202 -0.14 hypothetical protein: MMP0522
MpP@128 -0.13 ! - hypothetical protein: MMP0128
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