Cluster: 0165 mmp; resid: 0.23; r/c: 20/40
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Ipstream meme PSSM #1; e=3.7e—-15 upstream meme PSSM #2; e=0.0016
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log10(P.clust)=-6.68; 20 seqs; 11 uniq

-9.45 - tRNA=Eeu: RNA 26
-9.45 — tRNA=Met: RNA_19
-9.42 - tRNA=Phe: RNA_20
-8.01 — tRNA=LeUIRNAT24
-8.01 — tRNA=GIUTRNAZ23
-8.01 — tRNA=MetIRNAT22
~6.99 ————— — —tRNA—Sed@RNANS0
-6.80 — R NA—A EIRNANS
-6.80 — R NA-A EERNAES
-6.80 - R NAA EIRNAND
-6.80 . mr—tRINAA GIRNAES
-6.80 — —————(RNA-AEZRNAS
-6.80 - m———tRNA-AIGIRNALS
-6.80 — — tRNA=-Ala: RNA_2
-6.80 — R NA—A [EIRNARD
-4.99 tRNAZSer: RNA_13
-4.34 o tRNA=Val: RNA 27
-3.99 — — ——tRNA®Ser: RNA 16
-3.65 tRNA—Fri"RNA_43
-2.88 - - tRNA-Ala: RNA 31
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